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A. PROFESSIONAL PREPARATION 
Universidade do Estado do Rio de Janeiro, UERJ, Brazil, B.S. Ciências Biológicas -1983 
Universidade Federal do Rio de Janeiro, UFRJ, Brazil, M.S., Biofísica - 1995 
Universidade Federal do Rio de Janeiro, Brazil, Ph.D., Genética – 2000 
Texas University - MDAndersron Cancer Center, MD, USA, Biologia Computacional e 
Bioinformatica - 2008  
 

B. APPOINTMENTS 
Full Researcher, National Laboratory of Scientific Computation LNCC, Brazil (1984-
present) 
 

C. PUBLICATIONS 
 

Total Publications 
274 scientific papers, 01 book, 03 book chapters 
05 softwares 
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D. SYNERGISTIC ACTIVITIES 
Full member of the Brazilian Academy of Science – 2022 – present 
Board Sociedade Brasileira para Progresso de Ciências - SBPC– 2020 – present 
Scientist from the State of Rio de Janeiro -2012- present 
Researcher 1A of CNPq 
Fellow International Society for Computational Biology, (ISCB).  
Member The World Academy of Sciences (TWAS) 
 
 

E. STUDENT AND POST-DOCTORAL MENTORING 
23 M.Sc. students, 11 Ph.D. students and 42 post-doctoral fellows advised. 
 

F . RESEARCH FUNDING 
09 ongoing projects (FINEP, CNPq and FAPERJ), 73 finished projects. 


