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1. Core–sheath coupling controls flagellar curvature and motility in Leptospira. 
San Martin F, Brady M, Fule L, Nouchikian L, Rodriguez A, Duchateau M, Mondino 
S, Larrieux N, Wunder E, Ko A, Rey M, Chamot-Rooke J, Duran R, Trajtenberg F, 
Picardeau M, Sindelar C, Buschiazzo A. Nature Communications. 2026/07. doi: 
10.1038/s41467-026-75995-6. 

 
2. Activation mechanism of the full-length histidine kinase LvrB from pathogenic 

Leptospira.  
Agustoni E, Mechaly A, Dalla Rizza J, Beriashvili D, Pluhackova K, Isaikina P, 
Trajtenberg F, Müntener T, Wunder EA Jr, Ko AI, Schirmer T, Buschiazzo A, Hiller 
S. Nat Commun. 2026 Apr 16;17(1):5298. doi: 10.1038/s41467-026-71783-4. PMID: 
41991510 Free PMC article.  

 
3. Structural analysis of HER2-trastuzumab complex reveals receptor conformational 

adaptation.  
Vacca S, Gragera M, Buschiazzo A, Herreros D, Krieger JM, Bonn-Garcia S, Melero 
R, Sorzano CO, Carazo JM, Medalia O, Plückthun A. Sci Adv. 2025 Jul 
25;11(30):eadu9945. doi: 10.1126/sciadv.adu9945. Epub 2025 Jul 25. PMID: 
40712014 Free PMC article.  

 
4. Human glutathione transferases catalyze the reaction between glutathione and 

nitrooleic acid.  
Steglich M, Larrieux N, Zeida A, Dalla Rizza J, Salvatore SR, Bonilla M, Möller MN, 
Buschiazzo A, Alvarez B, Schopfer FJ, Turell L. J Biol Chem. 2025 
Apr;301(4):108362. doi: 10.1016/j.jbc.2025.108362. Epub 2025 Feb 28. PMID: 
40024478 Free PMC article.  

 
5. Signal-sensing triggers the shutdown of HemKR, regulating heme and iron 

metabolism in the spirochete Leptospira biflexa.  
Imelio JA, Trajtenberg F, Mondino S, Zarantonelli L, Vitrenko I, Lemée L, Cokelaer 
T, Picardeau M, Buschiazzo A. PLoS One. 2024 Sep 26;19(9):e0311040. doi: 
10.1371/journal.pone.0311040. eCollection 2024. PMID: 39325783 Free PMC article.  

 
6. Diving into the complexity of the spirochetal endoflagellum.  

San Martin F, Fule L, Iraola G, Buschiazzo A, Picardeau M. Trends Microbiol. 2023 
Mar;31(3):294-307. doi: 10.1016/j.tim.2022.09.010. Epub 2022 Oct 14. PMID: 
36244923 Free article. Review.  

 
7. Horizontal transfer of the rfb cluster in Leptospira is a genetic determinant of serovar 

identity.  
Nieves C, Vincent AT, Zarantonelli L, Picardeau M, Veyrier FJ, Buschiazzo A. Life 
Sci Alliance. 2022 Dec 9;6(2):e202201480. doi: 10.26508/lsa.202201480. Print 2023 
Feb. PMID: 36622346 Free PMC article.  
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8. Structural features of sensory two component systems: a synthetic biology 
perspective.  
Nieves M, Buschiazzo A, Trajtenberg F. Biochem J. 2023 Jan 31;480(2):127-140. 
doi: 10.1042/BCJ20210798. PMID: 36688908 Review.  

 
9. An allosteric switch ensures efficient unidirectional information transmission by the 

histidine kinase DesK from Bacillus subtilis.  
Lima S, Blanco J, Olivieri F, Imelio JA, Nieves M, Carrión F, Alvarez B, Buschiazzo 
A, Marti MA, Trajtenberg F. Sci Signal. 2023 Jan 24;16(769):eabo7588. doi: 
10.1126/scisignal.abo7588. Epub 2023 Jan 24. PMID: 36693130  

 
10. 3D cryo-EM imaging of bacterial flagella: Novel structural and mechanistic insights 

into cell motility.  
Mondino S, San Martin F, Buschiazzo A. J Biol Chem. 2022 Jul;298(7):102105. doi: 
10.1016/j.jbc.2022.102105. Epub 2022 Jun 6. PMID: 35671822 Free PMC article. 
Review.  

 
11. Listeria innocua isolated from diseased ruminants harbour minor virulence genes of 

L. monocytogenes.  
Matto C, D'Alessandro B, Mota MI, Braga V, Buschiazzo A, Gianneechini E, Varela 
G, Rivero R. Vet Med Sci. 2022 Mar;8(2):735-740. doi: 10.1002/vms3.710. Epub 
2022 Jan 18. PMID: 35040277 Free PMC article.  

 
12. Allostery and protein plasticity: the keystones for bacterial signaling and regulation.  

Imelio JA, Trajtenberg F, Buschiazzo A. Biophys Rev. 2021 Nov 10;13(6):943-953. 
doi: 10.1007/s12551-021-00892-9. eCollection 2021 Dec. PMID: 35059019 Free 
PMC article.  

 
13. Role of the major determinant of polar flagellation FlhG in the endoflagella-

containing spirochete Leptospira.  
Fule L, Halifa R, Fontana C, Sismeiro O, Legendre R, Varet H, Coppée JY, Murray 
GL, Adler B, Hendrixson DR, Buschiazzo A, Guo S, Liu J, Picardeau M. Mol 
Microbiol. 2021 Nov;116(5):1392-1406. doi: 10.1111/mmi.14831. Epub 2021 Oct 30. 
PMID: 34657338 Free PMC article.  

 
14. AID overexpression leads to aggressive murine CLL and nonimmunoglobulin 

mutations that mirror human neoplasms.  
Morande PE, Yan XJ, Sepulveda J, Seija N, Marquez ME, Sotelo N, Abreu C, Crispo 
M, Fernández-Graña G, Rego N, Bois T, Methot SP, Palacios F, Remedi V, Rai KR, 
Buschiazzo A, Di Noia JM, Navarrete MA, Chiorazzi N, Oppezzo P. Blood. 2021 Jul 
22;138(3):246-258. doi: 10.1182/blood.2020008654. PMID: 34292322 Free article.  

 
15. The crystal structure of yeast regulatory subunit reveals key evolutionary insights into 

Protein Kinase A oligomerization.  
Bardeci NG, Tofolón E, Trajtenberg F, Caramelo J, Larrieux N, Rossi S, Buschiazzo 
A, Moreno S. J Struct Biol. 2021 Jun;213(2):107732. doi: 10.1016/j.jsb.2021.107732. 
Epub 2021 Apr 2. PMID: 33819633  

 
16. Mycobacterium tuberculosis FasR senses long fatty acyl-CoA through a tunnel and a 

hydrophobic transmission spine.  
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Lara J, Diacovich L, Trajtenberg F, Larrieux N, Malchiodi EL, Fernández MM, Gago 
G, Gramajo H, Buschiazzo A. Nat Commun. 2020 Jul 24;11(1):3703. doi: 
10.1038/s41467-020-17504-x. PMID: 32710080 Free PMC article.  

 
17. An asymmetric sheath controls flagellar supercoiling and motility in the leptospira 

spirochete.  
Gibson KH, Trajtenberg F, Wunder EA, Brady MR, San Martin F, Mechaly A, Shang 
Z, Liu J, Picardeau M, Ko A, Buschiazzo A, Sindelar CV. Elife. 2020 Mar 
11;9:e53672. doi: 10.7554/eLife.53672. PMID: 32157997 Free PMC article.  

 
18. Protein Dynamics in Phosphoryl-Transfer Signaling Mediated by Two-Component 

Systems.  
Trajtenberg F, Buschiazzo A. Methods Mol Biol. 2020;2077:1-18. doi: 10.1007/978-
1-4939-9884-5_1. PMID: 31707648  

 
19. Draft Genome Sequences of 40 Pathogenic Leptospira Strains Isolated from Cattle in 

Uruguay.  
Nieves C, Ferrés I, Díaz-Viraqué F, Buschiazzo A, Zarantonelli L, Iraola G. 
Microbiol Resour Announc. 2019 Nov 21;8(47):e00893-19. doi: 
10.1128/MRA.00893-19. PMID: 31753938 Free PMC article.  

 
20. Two-Component Sensing and Regulation: How Do Histidine Kinases Talk with 

Response Regulators at the Molecular Level?  
Buschiazzo A, Trajtenberg F. Annu Rev Microbiol. 2019 Sep 8;73:507-528. doi: 
10.1146/annurev-micro-091018-054627. Epub 2019 Jun 21. PMID: 31226026 
Review.  

 
21. Molecular adaptations of NADP-malic enzyme for its function in C4 photosynthesis in 

grasses.  
Alvarez CE, Bovdilova A, Höppner A, Wolff CC, Saigo M, Trajtenberg F, Zhang T, 
Buschiazzo A, Nagel-Steger L, Drincovich MF, Lercher MJ, Maurino VG. Nat Plants. 
2019 Jul;5(7):755-765. doi: 10.1038/s41477-019-0451-7. Epub 2019 Jun 24. PMID: 
31235877  

 
22. Glucose-6-Phosphate Dehydrogenase from the Human Pathogen Trypanosoma cruzi 

Evolved Unique Structural Features to Support Efficient Product Formation.  
Ortíz C, Botti H, Buschiazzo A, Comini MA. J Mol Biol. 2019 May 17;431(11):2143-
2162. doi: 10.1016/j.jmb.2019.03.023. Epub 2019 Mar 28. PMID: 30930048  

 
23. Conformational plasticity of the response regulator CpxR, a key player in 

Gammaproteobacteria virulence and drug-resistance.  
Mechaly AE, Haouz A, Sassoon N, Buschiazzo A, Betton JM, Alzari PM. J Struct 
Biol. 2018 Nov;204(2):165-171. doi: 10.1016/j.jsb.2018.08.001. Epub 2018 Aug 4. 
PMID: 30086390  

 
24. Isolation of pathogenic Leptospira strains from naturally infected cattle in Uruguay 

reveals high serovar diversity, and uncovers a relevant risk for human leptospirosis.  
Zarantonelli L, Suanes A, Meny P, Buroni F, Nieves C, Salaberry X, Briano C, 
Ashfield N, Da Silva Silveira C, Dutra F, Easton C, Fraga M, Giannitti F, Hamond C, 
Macías-Rioseco M, Menéndez C, Mortola A, Picardeau M, Quintero J, Ríos C, 
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Rodríguez V, Romero A, Varela G, Rivero R, Schelotto F, Riet-Correa F, Buschiazzo 
A; Grupo de Trabajo Interinstitucional de Leptospirosis Consortium. PLoS Negl Trop 
Dis. 2018 Sep 13;12(9):e0006694. doi: 10.1371/journal.pntd.0006694. eCollection 
2018 Sep. PMID: 30212451 Free PMC article.  

 
25. SIMBAD: a sequence-independent molecular-replacement pipeline.  

Simpkin AJ, Simkovic F, Thomas JMH, Savko M, Lebedev A, Uski V, Ballard C, 
Wojdyr M, Wu R, Sanishvili R, Xu Y, Lisa MN, Buschiazzo A, Shepard W, Rigden 
DJ, Keegan RM. Acta Crystallogr D Struct Biol. 2018 Jul 1;74(Pt 7):595-605. doi: 
10.1107/S2059798318005752. Epub 2018 Jun 8. PMID: 29968670 Free PMC article.  

 
26. FcpB Is a Surface Filament Protein of the Endoflagellum Required for the Motility of 

the Spirochete Leptospira.  
Wunder EA Jr, Slamti L, Suwondo DN, Gibson KH, Shang Z, Sindelar CV, 
Trajtenberg F, Buschiazzo A, Ko AI, Picardeau M. Front Cell Infect Microbiol. 2018 
May 8;8:130. doi: 10.3389/fcimb.2018.00130. eCollection 2018. PMID: 29868490 
Free PMC article.  

 
27. The crystal structure of the malic enzyme from Candidatus Phytoplasma reveals the 

minimal structural determinants for a malic enzyme.  
Alvarez CE, Trajtenberg F, Larrieux N, Saigo M, Golic A, Andreo CS, Hogenhout 
SA, Mussi MA, Drincovich MF, Buschiazzo A. Acta Crystallogr D Struct Biol. 2018 
Apr 1;74(Pt 4):332-340. doi: 10.1107/S2059798318002759. Epub 2018 Apr 6. PMID: 
29652260  

 
28. Lvr, a Signaling System That Controls Global Gene Regulation and Virulence in 

Pathogenic Leptospira.  
Adhikarla H, Wunder EA Jr, Mechaly AE, Mehta S, Wang Z, Santos L, Bisht V, 
Diggle P, Murray G, Adler B, Lopez F, Townsend JP, Groisman E, Picardeau M, 
Buschiazzo A, Ko AI. Front Cell Infect Microbiol. 2018 Feb 23;8:45. doi: 
10.3389/fcimb.2018.00045. eCollection 2018. PMID: 29600195 Free PMC article.  

 
29. Snapshots of the Signaling Complex DesK:DesR in Different Functional States Using 

Rational Mutagenesis and X-ray Crystallography.  
Imelio JA, Larrieux N, Mechaly AE, Trajtenberg F, Buschiazzo A. Bio Protoc. 2017 
Aug 20;7(16):e2510. doi: 10.21769/BioProtoc.2510. eCollection 2017 Aug 20. 
PMID: 34541173 Free PMC article.  

 
30. Structural Coupling between Autokinase and Phosphotransferase Reactions in a 

Bacterial Histidine Kinase.  
Mechaly AE, Soto Diaz S, Sassoon N, Buschiazzo A, Betton JM, Alzari PM. 
Structure. 2017 Jun 6;25(6):939-944.e3. doi: 10.1016/j.str.2017.04.011. Epub 2017 
May 25. PMID: 28552574 Free article.  

 
31. Crystallization of FcpA from Leptospira, a novel flagellar protein that is essential for 

pathogenesis.  
San Martin F, Mechaly AE, Larrieux N, Wunder EA Jr, Ko AI, Picardeau M, 
Trajtenberg F, Buschiazzo A. Acta Crystallogr F Struct Biol Commun. 2017 Mar 
1;73(Pt 3):123-129. doi: 10.1107/S2053230X17002096. Epub 2017 Feb 21. PMID: 
28291747 Free PMC article.  
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32. Regulation of signaling directionality revealed by 3D snapshots of a kinase:regulator 

complex in action.  
Trajtenberg F, Imelio JA, Machado MR, Larrieux N, Marti MA, Obal G, Mechaly 
AE, Buschiazzo A. Elife. 2016 Dec 12;5:e21422. doi: 10.7554/eLife.21422. PMID: 
27938660 Free PMC article.  

 
33. Crystal Structure of the Metallo-β-Lactamase GOB in the Periplasmic Dizinc Form 

Reveals an Unusual Metal Site.  
Morán-Barrio J, Lisa MN, Larrieux N, Drusin SI, Viale AM, Moreno DM, 
Buschiazzo A, Vila AJ. Antimicrob Agents Chemother. 2016 Sep 23;60(10):6013-22. 
doi: 10.1128/AAC.01067-16. Print 2016 Oct. PMID: 27458232 Free PMC article.  

 
34. A novel flagellar sheath protein, FcpA, determines filament coiling, translational 

motility and virulence for the Leptospira spirochete.  
Wunder EA Jr, Figueira CP, Benaroudj N, Hu B, Tong BA, Trajtenberg F, Liu J, Reis 
MG, Charon NW, Buschiazzo A, Picardeau M, Ko AI. Mol Microbiol. 2016 
Aug;101(3):457-70. doi: 10.1111/mmi.13403. Epub 2016 May 24. PMID: 27113476 
Free PMC article.  

 
35. Data publication with the structural biology data grid supports live analysis.  

Meyer PA, Socias S, Key J, Ransey E, Tjon EC, Buschiazzo A, Lei M, Botka C, 
Withrow J, Neau D, Rajashankar K, Anderson KS, Baxter RH, Blacklow SC, Boggon 
TJ, Bonvin AM, Borek D, Brett TJ, Caflisch A, Chang CI, Chazin WJ, Corbett KD, 
Cosgrove MS, Crosson S, Dhe-Paganon S, Di Cera E, Drennan CL, Eck MJ, Eichman 
BF, Fan QR, Ferré-D'Amaré AR, Fromme JC, Garcia KC, Gaudet R, Gong P, 
Harrison SC, Heldwein EE, Jia Z, Keenan RJ, Kruse AC, Kvansakul M, McLellan JS, 
Modis Y, Nam Y, Otwinowski Z, Pai EF, Pereira PJ, Petosa C, Raman CS, Rapoport 
TA, Roll-Mecak A, Rosen MK, Rudenko G, Schlessinger J, Schwartz TU, Shamoo Y, 
Sondermann H, Tao YJ, Tolia NH, Tsodikov OV, Westover KD, Wu H, Foster I, 
Fraser JS, Maia FR, Gonen T, Kirchhausen T, Diederichs K, Crosas M, Sliz P. Nat 
Commun. 2016 Mar 7;7:10882. doi: 10.1038/ncomms10882. PMID: 26947396 Free 
PMC article.  

 
36. What Makes a Bacterial Species Pathogenic?:Comparative Genomic Analysis of the 

Genus Leptospira.  
Fouts DE, Matthias MA, Adhikarla H, Adler B, Amorim-Santos L, Berg DE, Bulach 
D, Buschiazzo A, Chang YF, Galloway RL, Haake DA, Haft DH, Hartskeerl R, Ko 
AI, Levett PN, Matsunaga J, Mechaly AE, Monk JM, Nascimento AL, Nelson KE, 
Palsson B, Peacock SJ, Picardeau M, Ricaldi JN, Thaipandungpanit J, Wunder EA Jr, 
Yang XF, Zhang JJ, Vinetz JM. PLoS Negl Trop Dis. 2016 Feb 18;10(2):e0004403. 
doi: 10.1371/journal.pntd.0004403. eCollection 2016 Feb. PMID: 26890609 Free 
PMC article.  

 
37. Structural Basis of Pullulanase Membrane Binding and Secretion Revealed by X-Ray 

Crystallography, Molecular Dynamics and Biochemical Analysis.  
East A, Mechaly AE, Huysmans GHM, Bernarde C, Tello-Manigne D, Nadeau N, 
Pugsley AP, Buschiazzo A, Alzari PM, Bond PJ, Francetic O. Structure. 2016 Jan 
5;24(1):92-104. doi: 10.1016/j.str.2015.10.023. Epub 2015 Dec 10. PMID: 26688215 
Free article.  
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38. A coiled coil switch mediates cold sensing by the thermosensory protein DesK.  

Saita E, Abriata LA, Tsai YT, Trajtenberg F, Lemmin T, Buschiazzo A, Dal Peraro 
M, de Mendoza D, Albanesi D. Mol Microbiol. 2015 Oct;98(2):258-71. doi: 
10.1111/mmi.13118. Epub 2015 Aug 3. PMID: 26172072 Free article.  

 
39. Conformational plasticity of a native retroviral capsid revealed by x-ray 

crystallography.  
Obal G, Trajtenberg F, Carrión F, Tomé L, Larrieux N, Zhang X, Pritsch O, 
Buschiazzo A. Science. 2015 Jul 3;349(6243):95-8. doi: 10.1126/science.aaa5182. 
Epub 2015 Jun 4. PMID: 26044299  

 
40. Consecutive interactions with HSP90 and eEF1A underlie a functional maturation and 

storage pathway of AID in the cytoplasm.  
Methot SP, Litzler LC, Trajtenberg F, Zahn A, Robert F, Pelletier J, Buschiazzo A, 
Magor BG, Di Noia JM. J Exp Med. 2015 Apr 6;212(4):581-96. doi: 
10.1084/jem.20141157. Epub 2015 Mar 30. PMID: 25824822 Free PMC article.  

 
41. Allosteric activation of bacterial response regulators: the role of the cognate histidine 

kinase beyond phosphorylation.  
Trajtenberg F, Albanesi D, Ruétalo N, Botti H, Mechaly AE, Nieves M, Aguilar PS, 
Cybulski L, Larrieux N, de Mendoza D, Buschiazzo A. mBio. 2014 Nov 
18;5(6):e02105. doi: 10.1128/mBio.02105-14. PMID: 25406381 Free PMC article.  

 
42. HemR is an OmpR/PhoB-like response regulator from Leptospira, which 

simultaneously effects transcriptional activation and repression of key haem 
metabolism genes.  
Morero NR, Botti H, Nitta KR, Carrión F, Obal G, Picardeau M, Buschiazzo A. Mol 
Microbiol. 2014 Oct;94(2):340-52. doi: 10.1111/mmi.12763. Epub 2014 Sep 15. 
PMID: 25145397 Free article.  

 
43. Structural and molecular basis of the peroxynitrite-mediated nitration and inactivation 

of Trypanosoma cruzi iron-superoxide dismutases (Fe-SODs) A and B: disparate 
susceptibilities due to the repair of Tyr35 radical by Cys83 in Fe-SODB through 
intramolecular electron transfer.  
Martinez A, Peluffo G, Petruk AA, Hugo M, Piñeyro D, Demicheli V, Moreno DM, 
Lima A, Batthyány C, Durán R, Robello C, Martí MA, Larrieux N, Buschiazzo A, 
Trujillo M, Radi R, Piacenza L. J Biol Chem. 2014 May 2;289(18):12760-78. doi: 
10.1074/jbc.M113.545590. Epub 2014 Mar 10. PMID: 24616096 Free PMC article.  

 
44. Structural insights into bacterial resistance to cerulenin.  

Trajtenberg F, Altabe S, Larrieux N, Ficarra F, de Mendoza D, Buschiazzo A, 
Schujman GE. FEBS J. 2014 May;281(10):2324-38. doi: 10.1111/febs.12785. Epub 
2014 Apr 9. PMID: 24641521 Free article.  

 
45. Structure of a human IgA1 Fab fragment at 1.55 Å resolution: potential effect of the 

constant domains on antigen-affinity modulation.  
Correa A, Trajtenberg F, Obal G, Pritsch O, Dighiero G, Oppezzo P, Buschiazzo A. 
Acta Crystallogr D Biol Crystallogr. 2013 Mar;69(Pt 3):388-97. doi: 
10.1107/S0907444912048664. Epub 2013 Feb 16. PMID: 23519414  
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46. Structural basis for feed-forward transcriptional regulation of membrane lipid 

homeostasis in Staphylococcus aureus.  
Albanesi D, Reh G, Guerin ME, Schaeffer F, Debarbouille M, Buschiazzo A, 
Schujman GE, de Mendoza D, Alzari PM. PLoS Pathog. 2013 Jan;9(1):e1003108. 
doi: 10.1371/journal.ppat.1003108. Epub 2013 Jan 3. PMID: 23300457 Free PMC 
article.  
 

47. The crystal structure of the MAP kinase LmaMPK10 from Leishmania major reveals 
parasite-specific features and regulatory mechanisms.  
Horjales S, Schmidt-Arras D, Limardo RR, Leclercq O, Obal G, Prina E, Turjanski 
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